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Analysis of BRAF Gene Mutation of Melanoma Derived from Different Sources
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Abstract: Objective To investigate the relationship between BRAF V600E gene mutation and melanoma derived from non
pigmented nevus or pigmented nevus. Methods The melanoma tissue specimens in 62 Patients from non pigmented nevus
and 22 patients from melanocytic nevus were collected, PCR and DNA sequencing were used to detect the mutation of V600E
locus in BRAF gene. Results The BRAF gene mutation rates respectively was 45.2% in the melanoma derived from non
pigmented nevus, 11.1% in the melanoma derived from congenital small nevi and 15.4% in the melanoma derived from
acquired melanocytic nevus, there was a significant difference( y*=6.972, P<<0.05). There is no significant difference in the
gene mutation rate of the different sex and locations (acromelic, non acromegaly, mucous membrane) in melanoma derived from
different sources(P>0.05). Conclusion BRAF V600E gene mutation appear to be closely related with the origins of melanoma
derived from non pigmented nevus or congenital nevus or acquired nevus, but uncorrelated with gender and lesion sites.
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