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Abstract: Trauma, burns and surgical incisions can all lead to pathological scars. Because the pathogenesis of pathological
scar is not clear, the clinical treatment of pathological scar is still difficult. In recent years, with the wide application of
bioinformatics technology, it has provided strong support for disease diagnosis, prediction and treatment. Therefore, the use
of bioinformatics to study the omics of pathological scars greatly helps researchers to comprehensively understand the basic
characteristics and regulatory mechanisms of molecules in patients, so as to realize the connection between bioinformatics
and medical treatment, assist clinical treatment, and promote the development of precision medicine. This article reviews the
bioinformatics research related to pathological scar.
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Study on Mechanism of Acupuncture and Moxibustion in Treating Obesity from the
Perspective of Glucose and Lipid Metabolism
LIAO Caiyun, LUO Yu, LIU Sujie, QUAN Tingwei, BAO Juan, TANG Hongzhen
( Guangxi University of Chinese Medicine, Nanning 530001, Guangxi, China )

Abstract: Obesity is a disease characterized by excessive accumulation of body fat that results in a disproportionate increase in
weight relative to height. At present, the pathogenesis of obesity has not been fully elucidated. The occurrence and development
of obesity are closely related to glucose and lipid metabolism. The treatment and mechanism of obesity has been a hot research
topic in recent years. A large number of studies have confirmed that acupuncture treatment of obesity is effective and safe.
However, there are few reports on the mechanism of acupuncture and moxibustion on the regulation of glucose and lipid
metabolism in obesity. Therefore, by consulting and sorting out relevant literatures at home and abroad, the author discussed the
mechanism of acupuncture and moxibustion in treating obesity from the perspective of glucose and lipid metabolism, in order
to provide reference and theoretical basis for acupuncture weight loss in the future.

Keywords: obesity; acupuncture and moxibustion; glucose metabolism; lipid metabolism
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