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Effects of Immune Related Gene Model Constructed Based on WGCNA on Skin
Melanoma and Immune Microenvironment
LING Chen, SONG Pan, YE Jinmao, ZHANG Haiyang, SUN Min
( Department of General Surgery, Taihe Hospital, Hubei University of Medicine, Shiyan 442000, Hubei, China )

Abstract: Objective To construct an immune related gene prognosis model, screen prognostic markers, and explore the
relationship with tumor microenvironment based on weighted gene co-expression network analysis. Methods Melanoma
gene expression data and related clinical data were downloaded from the Cancer Genome Map (TCGA) and Expression
Synthesis (GEO) databases. The prognosis of melanoma was classified using weighted gene co-expression network analysis,
univariate Cox regression analysis, and LASSO regression analysis. The relationship between risk score and tumor immune
microenvironment was investigated using ESTIMATE and CIBERSORT algorithms. GSEA analysis was used to explore
signaling pathways. Results A total of 1793 significantly immune related genes were obtained, of which 246 genes were
associated with the overall survival of melanoma. The risk scores model for five immune related genes showed strong predictive
power. Compared to the current clinical features' ability to predict prognosis, this risk scores model had a better predictive
capability. At the same time, there were multiple different signaling pathways in gene set enrichment analysis (GSEA) between
high and low risk scores groups. In addition, five immune related genes were closely related to multiple immune cells and
infiltration in the tumor microenvironment. Gonclusion Based on weighted gene co-expression network analysis and immune
related genes, a prognostic evaluation model for skin melanoma was constructed, which provided a reference for predicting
prognosis and might play a role by influencing the biological functions of immune cells in the tumor microenvironment.
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